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PhD. in Applied Sciences, Universidad de Talca, Talca—Chile (2009 — 2013)

Thesis: “Dendritic nanoparticles used as an optimal mechanism for transport and controlled delivery
of drugs”

Thesis advisor: Dra. Claudia Sandoval and Dr. Leonardo Silva Santos

Date of graduation: September, 2013

Bioinformatics Engineer, Universidad de Talca, Talca—Chile (2003 — 2009)

Thesis: “Structural and electrostatic properties in the ion conduction pathway of Shaker potassium
channel”

Thesis advisor: Dr. Danilo Gonzalez-Nilo and Dr. David Naranjo

Date of graduation: January, 2009

Integrative modeling and simulation of biomolecular systems

I have extensive experience in applying computational approaches to study biomolecular systems,
with a particular focus on membrane proteins, which play essential roles in numerous cellular pro-
cesses and represent important targets for therapeutic intervention. My research group employs
advanced methodologies in bioinformatics, molecular modeling, and molecular dynamics simulations
to investigate biomolecular interactions, including protein-ligand and protein—protein interactions.
These approaches enable us to characterize molecular mechanisms and support the rational design
of drug-like molecules that target specific biological pathways.

Research, development, and innovation

I have served as a senior executive in the field of innovation, leading initiatives to strengthen research,
development, innovation, and technology transfer at the University of Talca. My work has focused on
fostering a culture of intellectual property, supporting the commercialization of research results, and
promoting science- and technology-based entrepreneurship. In addition, I have actively contributed
to national initiatives aimed at advancing the digital transformation of higher education institutions
in Chile.

Director of the Graduate School of the Faculty of Engineering (2026 — present)
Universidad de Talca, Chile.

Associate Professor (2024 — present)

Center for Bioinformatics, Simulation and Modeling (CBSM), Bioinformatics Department, Faculty
of Engineering, Universidad de Talca, Chile.

Research area: Integrative modeling and simulation of biomolecular systems.
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Vice Chancellor of Innovation (2022 — 2024)
Universidad de Talca, Chile.

Director of the Bioinformatics School (2020 — 2022)
Faculty of Engineering, Universidad de Talca, Chile.

Assistant Professor (2017 — 2024)

Center for Bioinformatics, Simulation and Modeling (CBSM), Bioinformatics Department, Faculty
of Engineering, Universidad de Talca, Chile.

Research area: Computational structural biology applied to membrane proteins.

Postdoctoral Researcher (2015 — 2017)

Institute of Computational Comparative Medicine, Nanotechnology Innovation Center of Kansas
State. Department of Anatomy and Physiology, Kansas State University, USA.

Supervisor: Dr. Jeffrey Comer

Research area: Molecular modeling and molecular dynamics simulation of membrane proteins.
Interactions between biomolecules and nanomaterials.

Postdoctoral Researcher (2014 — 2015)

Computational Structural Biology Section, National Institute of Neurological Disorders and Stroke,
National Institutes of Health, USA.

Supervisor: Dr. Lucy Forrest

Research area: Exploring the structural basis of membrane transporters function through computa-
tional methods.

Research Assistant (2013 — 2014)

Center for Bioinformatics and Molecular Simulations, Universidad de Talca, Chile.
Supervisor: Dra. Wendy Gonzalez

Research area: Design and evaluation of inhibitors for ion channels.
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Book CHAPTERS 1. A Vergara-Jaque, M Zuniga, H Poblete. Computational Methodologies for Exploring Nano-
engineered Materials. Nanoengineering Materials for Biomedical Uses, 2019, pages 57-79.
Springer, Cham.

GRANTS e FONDECYT Regular N° 1260205 (2026-2030). Structure-based engineering of toxin-derived
peptides for therapeutic applications: a strategy inspired by protein-protein interactions mod-
ulating ion channels. Principal Investigator. Amount: CLP $270,000,000.

e FONDECYT Regular N2 1260886 (2026-2030). Disrupting Antibiotic Resistance in Pseu-
domonas aeruginosa: Peptide Inhibitors Targeting the Assembly of the OprM protein with the
MexAB, MexXY, MexCD and MexEF efflux pumps. Co-Investigator.

e EXPLORACION N° 13250060 (2025-2029). Targeting ABC transporters with peptide-based
strategies to combat hospital-acquired infections caused by Staphylococcus aureus and Kleb-
siella pneumoniae. Principal Investigator. Amount: CLP $384,000,000.

e OTL (2023-2027). OTL UTalca: Consolidacién de la Oficina de Transferencia y Licenci-
amiento de la Universidad de Talca. Director.

e FONDECYT Postdoctorate N° 3240319 (2024-2027). Molecular basis behind channel reg-
ulation: structure and dynamics of the TRPM4 and 14-3-3gamma interaction. Sponsoring
Researcher.

e InES CD54 (2022-2024).Transformando la innovacién basada en ciencia hacia un enfoque
transdisciplinario con perspectiva de genero para resolver problemas complejos desde el terri-
torio, con un horizonte 2030. Director.

e FONDECYT Regular N°1220110 (2022-2026). Structural and functional properties regulat-
ing the association of TRP channels and 14-3-3 proteins: new insights into protein-protein
interactions for drug discovery. Principal Investigator. Amount: CLP $266,246,000.

e FONDECYT Regular N°1221308 (2022-2026). TRPV3 and Cav3.2 channels interaction mod-
ulates cortical granule release and polyspermy blockade in mammalian eggs. Co-Investigator.



e FONDECYT Regular N°1211143 (2021-2025).Computational nanotechnology: rational de-
sign of peptide-based functional biomaterials to enhance molecular recognition. Co-investigator.

e CONICYT International Networking between Reaserch Centers N°190025 (2019-2021). In-
SecTr—International Network to Study Secondary Metabolite Transport in Plants. Associated
Researcher.

e NVIDIA Academic GPU (2018). Exploring the structural basis of membrane transporter
dysfunction through computational methods. Principal Investigator. Donation: NVIDIA
Titan Xp graphics card for research purposes.

e FONDECYT Postdoctorate N° 3180484 (2018-2021). Heteroaryl-acrylonitrile derivatives as
inhibitors of NADPH Oxidases in an isoform-specific manner. Sponsoring Researcher.

e FONDECYT research initiation N° 11170223 (2017-2020). Exploring the structural basis of
membrane transporter dysfunction associated with neural and endocrine diseases. Principal
Investigator. Amount: CLP $104,400,000.

e Millennium Nucleus of Ton Channels— Associated Diseases (MiNICAD) (2017-2023). Young
Investigator.

e Universidad de Talca research support (2017-2020). Desarrollo Nucleo Cientifico Multidisci-
plinario. Principal Investigator. Amount: CLP $15,000,000.

AWARDS AND e Recognized in the “Periodic Table of Chilean Women Scientists 2026,” an initiative promoted
HoNoRs by the Library of the National Congress (BCN), highlighting 118 researchers for their contri-
butions to scientific development. (2026)

e “Visionary Women 2025” Recognition, Direction of Innovation and Technology Transfer, Uni-
versity of Talca. (2025)

e Recognized as ”Pioneer Woman Engineer in Chile” 2025 by the Mujeres Ingenieras de Chile
program (2025)

e Winner of Santander W50 Chile 2025, the prestigious international women’s leadership pro-
gram (2025)

e Project FONDECYT Regular N°1220110, reviewed by Evaluation Group BIOLOGY 3, ranked
1st place (2022)

e Nominated by Columbus Association for participation in the 68th Lindau Nobel Laureate
Meeting, Lindau, Germany (2018)

e Project FONDECYT research initiation 11170223, reviewed by Evaluation Group BIOLOGY
3, ranked 1st place. (2017)

e 1’Oréal-UNESCO award “International Rising Talent” (2015)
e L’Oréal Chile-UNESCO award “For Women in Science” (2013)
e CONICYT PhD thesis support (2012 — 2013)

e CONICYT doctoral fellowship (2011 — 2013)

e Universidad de Talca doctoral fellowship (2009 — 2010)

INVITED TALKS e 3rd Student Research Congress of the Maule Region, University of Talca. (2025)

e Conesul Symposium on Biomolecular Simulations - CSBS, together with the XII Regional Sym-
posium of the SBB (Sociedade Brasileira de Biofisica).” Understanding the impact of protein-
protein interactions on TRP ion channel function: A computational approach”. Vergara-Jaque
A. Porto Alegre, Brasil (2023)

e Talk for doctors specializing in Nuclear Medicine at the Chilean Nuclear Energy Commission.
“Computational simulation of biological systems for therapeutic purposes”. (2022)
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IIBM extraordinary - Seminar. “Computational approaches to study protein-protein inter-
actions regulating the expression of membrane proteins”. Pontificia Universidad Catdlica de
Chile (2022)

MM Col Seminars. “Computational approaches to study protein-protein interactions regulat-
ing the expression of membrane proteins”. Molecular Modeling Colombia (2021)

First Scientific Outreach Conference KawScience, “Simulation of Biological Systems using
Computational Tools”. Universidad Yachay Tech - Ecuador (2021)

III International Symposium on Integrative Bioinformatics. “Protein-protein interactions reg-
ulating the function of ion channels and membrane transporters”. Pucon, Chile (2019)

Protein Biophysics at the End of the World (PBATEOTW). “Protein-protein interactions regu-
lating the function of ion channels and membrane transporters”. Montevideo, Uruguay (2019)

First International Conference on Research, Innovation and Technology. “Strategies for the
search of therapeutic targets to combat neurological disorders”. Lima, Perti (2018)

Department of Biochemistry, Microbiology and Immunology, University of Ottawa Heart In-
stitute. “Computational structural biology methods applied to membrane proteins”. Ottawa,
Canada (2018)

Institute of Biological Sciences, Universidad de Talca. “Molecular basis of the mechanism of
Shaker potassium channel inactivation”. Talca, Chile (2017)

Department of Anatomy and Physiology, Institute of Computational Comparative Medicine,
Kansas State University. “A structural model of the inactivation gate of voltage activated
potassium channels”. Manhattan, Kansas, USA (2016)

First International Conference in Bioinformatics, Simulation and Modeling. “Predicting trans-
port mechanisms in membrane proteins through the repeat-swap homology modeling tech-
nique”. Talca, Chile (2015)

International Seminar Germany-Chile: From Plant Biology to Computational Chemistry and
Molecular Bioinformatics. “Dendritic nanoparticles used as an optimal mechanism for trans-
port and controlled drug delivery”. Talca, Chile (2013)

Workshop of Computational Modeling and Simulations of Biological Systems, Universidad La
Reptblica. “A molecular model for the BKCa channel and the location of 81 in the Sl-«
subunit complex”. Montevideo, Uruguay (2010)

15th European Biophysics Congress. “Modulation of TRPC channel-protein complexes through
peptide inhibition”. Ariela Vergara-Jaque. Rome, Italy (2025)

IT Conesul Symposium on Biomolecular Simulation.“Coevolution-based prediction of bind-
ing interfaces in TRP-14-3-3 complexes”. Nicolds Pena-Vilches, Pablo Galaz-Davison, Ariela
Vergara-Jaque. Buenos Aires, Argentina (2024)

3ra Reunién Anual Sociedad Chilena de Bioinformatica. “Elucidating TRP channel-protein
interactions to characterize critical binding domains for targeted drug design”. Vergara-Jaque
A. Concepcién, Chile (2024)

XLV Annual Meeting Sociedad de Bioquimica y Biologia Molecular de Chile. “Computational
approaches to study protein-protein interactions regulating the expression and function of
membrane proteins”. Vergara-Jaque A, Cerda O. Cuncumen, Chile (2022)

First Women in Bioinformatics and Data Science LA Conference. “Protein-protein interactions
regulating the function of membrane proteins”. Virtual Meeting. (2020)

XLIT Annual Meeting Sociedad de Bioquimica y Biologia Molecular de Chile.“Molecular de-
terminants of the TRPC6 channel association with VAPA endoplasmic reticulum contact pro-
teins”. Vergara-Jaque A, Alvarez A, Diaz J, Poblete H, Gonzéalez W, Silva I, Lavanderos B
and Cerda O. Iquique, Chile, (2019)



SGP 73rd Annual Symposium/SOBLA Annual Meeting. “Molecular determinants of the TRPC6
channel association with VAPA endoplasmic reticulum contact proteins”. Vergara-Jaque A,
Alvarez A, Diaz J, Poblete H, Gonzédlez W, Silva I, Lavanderos B and Cerda O. Valparaiso,
Chile, (2019)

V Research Conference Ion Channels in the Valley. “A structural model of the inactivation gate
of voltage activated potassium channels” Vergara-Jaque A, Poblete P, Comer J, Holmgren M.
Montegrande, Chile (2019)

XLI Annual Meeting Sociedad de Bioquimica y Biologia Molecular de Chile. “Molecular insights
into the dopamine transporter inhibition mediated by G proteins” Orellana I, Rojas G, Vergara-
Jaque, A. Iquique, Chile (2018)

XL Annual Meeting Sociedad de Bioquimica y Biologia Molecular de Chile. “Structural simi-
larities between SMCT1 and NIS: Clues to the origin of apical iodide transport in the thyroid”
Vergara-Jaque, A., Comer, J., Fong, P. Puerto Varas, Chile (2017)

Biophysical Society 61st Annual Meeting.“A Structural Model of the Inactivation Gate of
Voltage Activated Potassium Channels” Ariela Vergara-Jaque, Francisco Palma-Cerda, Ho-
racio Poblete, Adam Lowet, Alexander Sukharev, Jeffrey Comer, Miguel Holmgren. New
Orleans, Louisiana, USA (2017)

Biophysical Society 61st Annual Meeting. “Insights into the Gating Mechanism of Excitatory
Amino Acid Transporters-Associated Anion Channel” Delany Torres-Salazar, Horacio Poblete,
Aneysis Gonzalez-Suarez, Ariela Vergara-Jaque, Jennie Garcia-Olivares, Jeffrey Comer, Susan
G Amara. New Orleans, Louisiana, USA (2017)

Biophysical Society 60th Annual Meeting. “Is Sodium Monocarboxylate Transporter (SMCT1)
A Protein Involved in the Apical Todide Transport?” Ariela Vergara-Jaque, Peying Fong, Jef-
frey Comer. Los Angeles, USA (2016)

Biophysical Society 60th Annual Meeting. “Elucidating the Anion Channel Gating Mechanism
in Excitatory Amino Acid Transporters” Delany Torres Salazar, Horacio Poblete, Aneysis
Gonzalez, Ariela Vergara-Jaque, Jeffrey Comer, Susan G. Amara. Los Angeles, USA (2016)

Biophysical Society 60th Annual Meeting. “Computational Studies of Elevator-Like Movements
in Secondary Transport” Cristina Fenollar-Ferrer, Claudio Anselmi, Ariela Vergara Jaque,
Hossein Ali Karimi-Verzaneh, Horacio Poblete-Vilches, Christopher Mulligan, Tan C. Forster,
Joseph A. Mindell, and Lucy Forrest. Los Angeles, USA (2016)

Biophysical Society 59th Annual Meeting. “Carboxyl Residues Required for Transport by a
Vesicular Monoamine Transporter Homolog from Brevibacillus Brevis (BbMAT)” Ariela Vergara-
Jaque, Dana Yaffe, Yonatan Shuster, Dina Listov, Sitaram Meena, Satinder K. Singh, Shimon
Schuldiner, Lucy R. Forrest. Baltimore, USA (2015)

Biophysical Society 59th Annual Meeting. “Proton Permeation in Ci-Hv1 Voltage-Gated Proton
Channels occurs through a Proton Wire Involving Residues D160 and D222 and It is Modulated
by N264” Amaury Pupo, David Baez-Nieto, Ester Otarola, Osvaldo Yaniez, Ariela Vergara-
Jaque, Wendy Gonzalez, Karen Castillo, Gustavo Contreras, H. Peter Larsson, Ramén Latorre,
Carlos Gonzalez. Baltimore, USA (2015)

XXXVII Annual Meeting Sociedad de Bioquimica y Biologia Molecular de Chile.“Theoretical
study of the affinity between the Protein Kinase PKA and peptide substrates derived from
Kemptide using MM-GBSA” Caballero, J., Mena-Ulecia, K.,Vergara-Jaque, A., Poblete, H., Tiznado,
W. Puerto Varas, Chile (2014)

XXXV Reuniéon Anual Sociedad de Bioquimica y Biologia Molecular. “Molecular dynamics
simulations of the binding of Phosphorylcholine to Phosphorylcholine Phosphatase” Bustos,
D., Vergara-Jaque, A., Beassoni, P., Alzate-Morales, J. Puerto Varas, Chile (2012)

XXXV Reunién Anual Sociedad de Bioquimica y Biologia Molecular. “Evaluation of polyami-
doamine (PAMAM) dendrimers as drug carriers using Tramadol and Morphine as model drugs”



Zuniga, M., Vergara-Jaque, A., Carrasco, V., Comer, J., Santos L., Sandoval, C.Puerto Varas,
Chile (2012)

XXXV Reunién Anual Sociedad de Bioquimica y Biologia Molecular. “Molecular Characteri-
zation of Shaker Potassium Channel Inactivation” Vergara-Jaque, A., Poblete, H., Holmgren,
M. Puerto Varas, Chile (2012)

XXXIV Reunién Anual Sociedad de Bioquimica y Biologia Molecular. “Dendritic nanoparticles
(PAMAM) used as an optimal mechanism for transport and controlled drug delivery” Vergara-
Jaque A., Monsalve L., Sandoval C. and Gonzélez-Nilo F.D. Valdivia, Chile (2011)

Biophysical Society 55th Annual Meeting. “Ion Conduction in a Shaker Potassium Channel Mu-
tant Having an Unusually High Single Channel Conductance” David Naranjo, Ignacio Valen-
cia, Cristian Moscoso, Katherine Stack, Valeria Marquez, Ariela Vergara, Marcos Sotomayor,
Fernando Gonzélez-Nilo. Baltimore, USA (2011)

17th Workshop of Computational Chemistry and Molecular Spectroscopy. “Understanding the
ligand-protein Interactions in B-Raf Kinase through Molecular Dynamics and Hybrid Calcu-
lation Methods” J. H. Alzate-Morales, A. Vergara-Jaque, J. Caballero. Punta de Tralca, Chile
(2010)

XXXIII Reunién Anual Sociedad de Bioquimica y Biologia Molecular. “Structural analysis
of A/HINT neuraminidase interacting with Peramivir, Oseltamivir and Relenza” Bernardita
Poblete, Ariela Vergara-Jaque, Horacio Poblete, Danilo Gonzédlez-Nilo. Termas de Chilldn,
Chile (2010)

First International Conference on Bioinformatics, SOIBIO. “Molecular dynamics and free en-
ergy perturbation analysis of Oseltamivir and Zanamivir interacting with neuraminidase mu-
tants of human influenza virus (A/HIN1)” Ariela Vergara-Jaque, Horacio Poblete, Danilo
Gonzédlez, Christophe Chipot. Termas de Chilldn, Chile (2010)

First International Conference on Bioinformatics, SOIBIO. “Structural properties that deter-
mine the affinity of classical agonists of the nicotinic acetylcholine receptor a7” Francisco
Adasme Carrenio, Ariela Vergara-Jaque, Jans Alzate-Morales y Patricio Iturriaga. Termas de
Chillén, Chile (2010)

First International Conference on Bioinformatics, SOIBIO. “In-silico analysis of the interaction
between the VEGFR2 receptor and Semaxanib derivatives” Camila Munoz G., Ariela Vergara-
Jaque, Jans Alzate-Morales, Julio Caballero. Termas de Chillan, Chile (2010)

First International Conference on Bioinformatics, SOIBIO. “In silico approach to understand
structure/function relationship of exopolyphosphatase from Escherichia coli” Cristhian Boetsch,
Ariela Vergara-Jaque, Angela T. Lisa and Paola R. Beassoni. Termas de Chilldn, Chile (2010)

First International Conference on Bioinformatics, SOIBIO.“Phosphorylcholine phosphatase

from Pseudomonas aeruginosa. Some key residues in involved in substrate interaction” Cristhian
Boetsch, Ariela Vergara-Jaque, Lisandro H. Otero, Danilo Gonzéilez-Nilo, Paola R. Beassoni.

Termas de Chilldn, Chile (2010)

6th Annual McGill Biphysical Chemistry Symposium. “A molecular model for the BKCa chan-
nel and the location of 81 in the 1-a subunit complex” Cristian A. Zaelzer, Clark Hyde,
Ariela Vergara, Horacio Poblete, Daniel Aguayo, Walter Sandtner, Fernando D. Gonzalez-
Nilo, Francisco Bezanilla, Ramén Latorre. Montreal, Canada (2010)

Biophysical Society 54th Annual Meeting.“A molecular model for the BKCa channel and the
location of 81 in the f1-a subunit complex” Cristian A. Zaelzer, Clark Hyde, Ariela Ver-
gara, Horacio Poblete, Daniel Aguayo, Walter Sandtner, Fernando D. Gonzélez-Nilo, Francisco
Bezanilla, Ramén Latorre. San Francisco, USA (2010)

IIT Reunién de Biologia Vegetal. “A Conformational Dynamics Study of Potassium Channels
Involved in Salinity Tolerance in Arabidopsis Thaliana” Morales-Navarro, S., Gonzalez, W.,
Vergara, A., Aguayo, D., Dreyer, 1., Gonzilez, F. Paso Pehuenche, Chile (2008)



TEACHING
EXPERIENCE

MENTORING

o XXXI Reunién Anual de la Sociedad de Bioquimica y Biologia Molecular de Chile. “Structural
and electrostatic properties in the permeation pathway of Shaker potassium channel and the
mutant P475D” Vergara-Jaque, A., Naranjo, D., Gonzédlez-Nilo, F. Termas de Chilldn, Chile
(2008)

e XXX Reunién Anual de la Sociedad de Bioquimica y Biologia Molecular de Chile.“Shaker K+
Channel Inactivation” Vergara, A., Urbina, H., Gonzélez-Nilo, F, Gonzalez, C., Holmgren, M.
Termas de Chilldn, Chile (2007)

e XXIX Reunién Anual de la Sociedad de Bioquimica y Biologia Molecular de Chile. XVIII
Reunién Anual Sociedad de Botanica de Chile. ‘Molecular aspects of nucleotide phosphoenol-

pyruvate carboxykinase interaction” Vergara, A., Arenas, M., Gonzalez-Nilo, F., Cardemil, E.
XLIX Reunién anual de la Sociedad de Biologia de Chile. Pucén, Chile (2006)

e Course “Structural Bioinformatics”, Biochemistry, Universidad de Talca, Chile (2022-2026)

e Course “Introduction to Bioinformatics”, Bioinformatics Engineering, Universidad de Talca,
Chile (2011, 2026)

e Course “Programming in Science and Technology”, PhD on Sciences mention Modeling of
Biological and Chemical Systems, Universidad de Talca, Chile (2020-2022)

e Course “Biophysics and Modeling of biomolecular systems”, PhD on Sciences mention Mod-
eling of Biological and Chemical Systems, Universidad de Talca, Chile (2022-2023)

e Course “Molecular Evolution”, Bioinformatics Engineering, Universidad de Talca, Chile (2018-
2022)

e Course “Molecular Dynamics Simulation”, Bioinformatics Engineering, Universidad de Talca,
Chile (2018-2023)

e Course “Parallel and Distributed Computing”, Bioinformatics Engineering, Universidad de
Talca, Chile (2017-2018, 2021)

e Course “Molecular simulation and its application on biotechnology and health” , IPDIE-Universidad
Tecnoldgica del Pert, Lima, Pert (2017)

e Course “Molecular simulation applied to biological systems”, Bioinformatics Engineering, Uni-
versidad de Talca, Chile (2017)

e Course “Bioinformatics I1”, Bioinformatics Engineering, Universidad de Talca, Chile (2011,2017)

e Special cycle courses “Structural Bioinformatics”, Master in Bioinformatics (PEDECIBA),
Universidad de la Reptiblica de Uruguay, Uruguay (2010)

e Course “Bioinformatics and Society”, Bioinformatics Engineering, Universidad de Talca, Chile
(2010)

e Course “Introduction to molecular simulation of biological systems”, PhD on Sciences mention
Cellular and Molecular Biology, Universidad Austral, Valdivia, Chile (2010)

e Course “Molecular simulation of proteins”. Universidad Nacional de Rio Cuarto, Argentina
(2008)

Isidora Valdebenito. Master thesis student (2026-present)
Benjamin Cerpa. Master thesis student (2026-present)
Magdalena Lolas. Undergraduate thesis student (2026-present)
Benjamin Cerpa. Undergraduate thesis student (2025-2026)
Joaquin Arriagada. Undergraduate thesis student (2024-2025)
Lucciano Ducci. Undergraduate thesis student (2024-2025)
Pablo Galaz. Postdoctoral reseacher (2024-2027)

Nicolds Pefia. PhD student (2022-present)

Mariela Gonzalez. PhD student (2021-2026)



OUTREACH AND
TRAINING

OTHER SKILLS

Roberto Rosales. PhD student (2019-2026)

Nicole Soto. Undergraduate thesis student (2022-2023)

Valentina Garrido. Undergraduate thesis student (2022-2023)

Martina Inostroza. Undergraduate thesis student (2022-2023)

Tiaren Ruiz. Undergraduate thesis student (2021-2022)

Isabel Garcia. Undergraduate thesis student (2021-2022)

Lady Belen Maldonado. Undergraduate thesis student. Yachay Tech University. Ecuador (2020-
2021)

Simén Zuniga. Undergraduate thesis student (2020-2021)

Nicolds Pena. Undergraduate thesis student (2020-2021)

Julio Salgado. Undergraduate thesis student (2020-2021)

Christa Kanstrup. Visiting PhD Student, University of Copenhagen, Denmark (2019)

Mariela Gonzélez. Undergraduate thesis student (2019)

Adriana Treuer Moya. Postdoctoral reseacher (2018-2021)

Ivana Orellana. Undergraduate thesis student (2018-2019)

Genoveva Rojas. Undergraduate thesis student (2018-2019)

Héctor Montecino. Research assistant (2018)

Supervision of undergraduate student thesis projects, Bioinformatics Engineering, Universidad de
Talca, Chile (2012 -present)

e Discussion Forum: Women in Science. Liceo Marta Donoso Espejo (2026)
e Seminar: Women Who Transform. School of Biochemistry, University of Talca (2026)
e Engineering Connect Podcast, Faculty of Engineering, University of Talca (2022)

e Founding member of the Chilean Society of Bioinformatics (SCB), playing a crucial role as the
coordinator of the Strategic Development Committee. (2021-2022)

e First Chilean Student Council Symposium. Discussion panel ”Bioinformatics: Today’s Chal-
lenges and the Future” (2021)

e Discussion panel ”Cool Women in Bioinformatics” in commemoration of International Women’s
Day (2021)

e Talk for High School “How do I become a Bioinformatics Scientist?”, Universidad de Talca,
Talca. (2019)

e Symposium Present and Future of Science in Chile, Santiago, Chile. Organizing Committee
(2019)

e Academic program “Al laboratorio con mi profesor”, Millennium Nucleus of Ion Channels-
Associated Diseases (MINICAD), Universidad de Talca, Talca. Advisor (2018)

e EXPLORA project’s reviewer “Investigacién Cientifica Escolar”, Talca. (2018-2019)

e Talk for High School “How many opportunities I will have in life if I Study a Bachelor’s
Degree”, Liceo Abate Molina, Talca. (2014)

e EXPLORA program “Mil Cientificos, mil aulas”, Colegio Alborada de Linares, Linares. (2013)

Languages: Spanish (native) and English (professional working proficiency).



